ABSTRACT Here we report the genome sequences of both Salmonella Senftenberg 070885, a clinical isolate from the 2007 outbreak linked to basil, and its mutant linalool-adapted S. Senftenberg (LASS). These draft genomes of S. Senftenberg may enable the identification of bacterial genes responsible for resistance to basil oil.
Prokaryotic Genome Annotation Pipeline (10) , results which were similar to those of the annotation predicted by Rapid Annotations using Subsystems Technology (RAST) (11) .
The whole-genome sequences of both S. Senftenberg 070885 and its resistant mutant LASS may lead to the discovery of specific mutations and bacterial genes which may be involved in persistence on herbs, as well as multiantibiotic resistance, and thus pose increased risks to public health. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the accession numbers NJPX00000000 and NITT00000000 for strains 070885 and LASS, respectively. The versions described in this paper are versions NJPX01000000 and NITT01000000.
